Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.002 Å; R factor = 0.043; wR factor = 0.122; data-to-parameter ratio = 18.3.
In the title adduct, 2C 6 H 5 NO 3 ÁC 3 H 6 N 6 ÁH 2 O, the melamine and the two independent nitrophenol molecules are essentially planar, with maximum deviations of 0.0294 (10), 0.0706 (12) and 0.0742 (12) Å , respectively. In the crystal, N-HÁ Á ÁN, O-HÁ Á ÁN, N-HÁ Á ÁO and O-HÁ Á ÁO hydrogen bonds link the components into a three-dimensional network. In addition, weak -interactions [centroid-centroid distances = 3.728 (3) and 3.749 (3) Å ] are observed.
Related literature
For applications of melamine, see: Cook et al. (2005) ; Rima et al. (2008) . For a related structure, see: Cousson et al. (2005) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx; Ày; Àz þ 1; (ii) Àx; Ày; Àz; (iii) Àx þ 1; Ày þ 1; Àz; (iv) Àx; Ày þ 1; Àz þ 1; (v) x þ 1; y þ 1; z.
Data collection: APEX2 (Bruker, 2004 ); cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: PLATON (Spek, 2009) ; software used to prepare material for publication: SHELXL97. (Rima et al., 2008) and as a chemical intermediate in plastics manufacturing (Cook et al., 2005) . Here, we report the crystal structure of a the title compound.
The asymmetric unit contains one melamine molecule, two independent nitrophenol molecules and one solvent water molecule.
The geometric parameters of the melamine molecule (I) ( 
Melamine (1.2612g, 0.01 mmol) was dissolved in 200 ml of hot solution of distilled water. p-Nitrophenol (1.3911g, 0.01 mmol) was dissolved in 100 ml of distilled water separately. To the hot solution of melamine, p-nitrophenol solution was added gently, and stirred well for nearly five hours to get the homogenous solution and the mixture is allowed to evaporate. Within a few days tiny, transparent, yellowish crystals were formed. Recrystallization was carried out by using distilled water to get the pure crystal suitable for X-ray diffraction.
Refinement
The H atoms for aromatic C-H groups were positioned geometrically with C-H = 0.93 %A and allowed to ride on their parent atoms, with U iso (H) = 1.2U eq (C) and all other H atoms were located in a difference Fourier map and allowed to 
Computing details
Data collection: APEX2 (Bruker, 2004 ); cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT (Bruker, 2004 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: PLATON (Spek, 2009) ; software used to prepare material for publication: SHELXL97 (Sheldrick, 2008 The molecular structure of (I), with 30% probability displacement ellipsoids for non-H atoms. Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. (7) −0.0428 (7) 0.0212 (6) −0.0438 (7) N7 0.0581 (7) 0.0516 (7) 0.0411 (6 Symmetry codes: (i) −x, −y, −z+1; (ii) −x, −y, −z; (iii) −x+1, −y+1, −z; (iv) −x, −y+1, −z+1; (v) x+1, y+1, z.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

